Identification of andrologic patient groups by cluster analysis.
To test the validity of the current andrologic classification system, we performed cluster analysis in 317 andrologic patients involuntarily barren for more than 1 year. For cluster analysis, the spermatologic parameters sperm density, motility, and morphologic features were used since only these parameters contributed significantly to group identification, as revealed by stepwise discriminant function analysis. The optimal number clusters determined by calculation of the variance criterion was five. The resulting five groups partly correspond to the prevailing descriptive classification system as far as the extreme groups of "high-grade oligoteratoasthenozoospermia" and "polyzoospermia" are concerned. Surprisingly, cluster analysis distinguished between two groups of normozoospermia that differed in their mean sperm density. Cluster analysis may prove to become a powerful tool for andrologic classification.